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INTRODUTION: 

Endometriosis (EM) is a chronic estrogen-dependent gynecological disease characterized by the presence of endometrial
glands and endometrium-like tissue outside the uterus, accompanied by a severe inflammatory process. Sampson 's
theory of retrograde menstruation is widely considered one of the most compelling hypotheses to explain the origin of
EM. Recently, the human microbiome has been linked to its pathogenesis and there is some evidence that it can
modulate the immune system from the gut, therefore, the generation of a dysfunctional immune response caused by
intestinal dysbiosis could play an important role in the initiation and progression of the disease.

OBJETIVES:

To characterize the possible link between the intestinal microbiome and endometriosis to identify potential biomarkers
related to the pathology.

PARTICIPANTS AND METHODOLOGY: 

The diversity, composition and abundance of bacteria in the stool of 77 women (34 patients with MS and 43
controls)were analyzed by metagenomics of the V3-V4 regions of the 16S rRNA gene, using the  ENDOMETRIOSIS
HEALTH PROFILE 5  questionnaire (EHP-5) as an indicator of the impact of pathology.
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RESULTS: 

18 were found Different taxa between controls and patients ( p -value < 0.05): 3 families (Bacteroidaceae , Lactobacillaceae
and Desulfovibrionaceae), 3 genera (Blautia , Anaerostipes and Lachnospira) and 12 species (Roseburia intestinalis,
Bacteroides uniformis , Anaerobutyricum hallii among others) . Figure 1 .
The diversity of families and genera was higher in EM, while the control group presented greater species diversity. These
taxa were linked with inflammation and estrogen signaling.
Anaerostipes spp . correlated positively with the item “Infertility”, while Blautia spp . and the Bacteroidaceae family They
did so in the opposite direction (negative correlation) with almost the entire questionnaire, especially with “Pelvic pain”
and “Difficulty walking”. Figure 2.
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Figure 1. 

VOLCANO PLOT . TAXA WHOSE ABUNDANCE SHOWED STATISTICALLY SIGNIFICANT DIFFERENCES BETWEEN
THE CONTROL GROUP AND THE GROUP OF PATIENTS WITH MS. P-VALUE < 0.05
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Figure 2.

FIGURE 2. CORRELATION GRAPH SHOWING MICROORGANISMS FROM THE STUDY PARTICIPANT GROUPS AND EHP-5
SCORES FOR SOME OF THE DISEASE-RELATED VARIABLES ANALYZED .

CONCLUSIONS: 

The etiopathogenesis of MS could be related to intestinal dysbiosis. Furthermore, the identified taxa and their metabolites,
components of the estrobolome , could play a key role in the onset of the disease, being proposed as potential prognostic,
diagnostic and therapeutic targets for the future. Our work shows for the first time how imbalances in the intestinal
microbiome are associated with the main symptoms of MS, with a clear focus on pain modulation.
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